Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.005 Å; R factor = 0.018; wR factor = 0.040; data-to-parameter ratio = 35.3.
The title compound, [Os 3 (C 25 H 22 As 2 )(CO) 10 ], contains a triangle of singly bonded Os atoms; both arsine ligands are equatorial with respect to the Os 3 triangle. Each arsinesubstituted Os atom bears one equatorial and two axial terminal carbonyl ligands, whereas the unsubstituted Os atom bears two equatorial and two axial terminal carbonyl ligands. The dihedral angles between the two benzene rings in the diphenylarsino groups are 67.42 (16) and 61.99 (16) . In the crystal, molecules are linked via C-HÁ Á ÁO hydrogen bonds into zigzag chains propagating along [010] .
Related literature
For general background to triangulo-triosmium compounds with general structure of M 3 (CO) 12-n L n (M = Ru, Os and L = group 15 ligand), see: Bruce et al. (1985 Bruce et al. ( , 1988a ; Shawkataly et al. (1998 Shawkataly et al. ( , 2004 Shawkataly et al. ( , 2010 . For the preparation of the title compound, see: Filby et al. (2006) . For the stability of the temperature controller used in the data collection, see: Cosier & Glazer (1986) .
Experimental
Crystal data [Os 3 (C 25 Hydrogen-bond geometry (Å , ). reported (Bruce et al.,1985 (Bruce et al., , 1988a . As part of our study on the substitution of transition metal-carbonyl clusters with mixed-ligand complexes, we have published several structures of triangulo-triruthenium-carbonyl clusters containing mixed P/As and P/Sb ligands (Shawkataly et al., 1998 (Shawkataly et al., , 2004 (Shawkataly et al., , 2010 . Herein we report the synthesis and structure of the title compound.
The title triangulo-triosmium compound, Fig. 1 , contains a triangle of singly bonded Os atoms. The bis(diphenylarsino)methane ligand bridges the Os2-Os3 bond. Both arsine ligands are equatorial with respect to the Os 3 triangle.
Additionally, the Os1 atom carries two equatorial and two axial terminal carbonyl ligands whereas the Os2 and Os3 atoms each carries one equatorial and two axial terminal carbonyl ligands (Fig. 1) . The dihedral angles between the two benzene rings (C1-C6/C7-C12 and C14-C19/C20-C25) are 67.42 (16) and 61.99 (16)° for the two diphenylarsino groups respectively.
In the crystal structure, Fig. 2 , molecules are linked via intermolecular C16-H16A···O4 hydrogen bonds (Table 1) into one-dimensional zig-zag chains along [010] .
All manipulations were performed under a dry oxygen-free nitrogen atmosphere using standard Schlenk techniques. All solvents were dried over sodium and distilled from sodium benzophenone ketyl under dry oxygen free nitrogen. The title compound was obtained by refluxing equimolar quantities of Os 3 (CO) 12 and (C 6 H 5 ) 2 AsCH 2 As(C 6 H 5 ) 2 in methanol under nitrogen atmosphere. Yellow blocks were grown by slow solvent/solvent diffusion of CH 3 OH into CH 2 Cl 2 .
Refinement
All H atoms were positioned geometrically and refined using a riding model with C-H = 0.93 or 0.97 Å and U iso (H) = 1.2 U eq (C). 
Computing details
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Figure 1
The molecular structure of the title compound showing 30% probability displacement ellipsoids for non-H atoms.
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Figure 2
The crystal structure of the title compound, viewed along the a axis. H atoms not involved in hydrogen bonds (dashed lines) have been omitted for clarity. (Cosier & Glazer, 1986) operating at 100 K. Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
